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IN THE CLAIMS : 

Please cancel claims 24-39 and 50-55, without prejudice. 

Please amend claim 58 as follows: 

58. (amended) An mv/Yra method for identifying the repertoire of NKR 
inhibitory immunoreceptors within a subject wherein said immunoreceptors are selected 
from the group consisting of p58.1, p58.2, p70,INH, pMO.NH, NKG2A and NKG2B 
receptors, these immunoreceptors being designated hereinafter target receptors, 
comprising: 

(i) contacting a nucleic acid sample derived from said subject with at 
least one pair of oligonucleotides, one being designated a 3' 
oligonucleotide and the other a 5' oligonucleotide, and wherein the 
3' and 5* ohgonucleotides hybridize in a buffer comprising 20 mM 
Tris-HCl, pH 8.4; 50 mM KCl; 2.5 mM MgCl2 at a temperature of 
between 50°C and 65^C, to a nucleic acid encoding a target 
receptor, but do not hybridize, under the same hybridization 
conditions, with a NKR activatory immunoreceptor counterpart 
and wherein; 

(a) the 5' oligonucleotide comprises the sequence of SEQ ID 
No.l, and at least one 3' ohgonucleotide selected from the 
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group of 3' oligonucleotides comprising the sequence of 
SEQ ID No. 5, No. 2, No. 6 or No. 7; or 

(b) the 5* oligonucleotide comprises the sequence of SEQ ID 
No. 4 and at least one 3' ohgonucleotide selected from the 
group of 3' ohgonucleotide comprising the sequence of 
SEQ ID No. 5, No. 2, No. 6 or No. 7, or a sequence which 
is derived therefrom; or 

(c) the 5' oligonucleotide comprises the sequence of SEQ ID 
No. 9, or a sequence which is derived therefrom, and at 
least one 3' oligonucleotide selected from the group of 3' 
oligonucleotides comprising the sequence SEQ ED No. 5, 
No. 2, No. 6 or No. 7, or a sequence which is derived 
therefrom; or, 

(d) at least one 5' ohgonucleotide comprising the sequence of 
SEQ ID No. 10, No. 1 1, No. 12 or No. 13 is selected from 
the group consisting of a 3' oligonucleotide comprising the 
sequence SEQ ID No. 14, or a sequence which is derived 
therefrom; and 

detecting hybridization between the nucleic acid encoding the 



